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Mutation Detection

Transgenomic has over 13 years 
experience as a leader in the field of 
DNA mutation screening. 
Featuring:  
    WAVE® Mutation Detection System 
    SURVEYOR® Nuclease
    COLD-PCR  
 
We also utilize the most advanced 
technology platforms available that 
drive accelerated drug discovery and
biomarker development including:
     PCR/RT-PCR
     Capillary Electrophoresis
     Gene Sequencing
     Methylation Analysis
     FISH
     Chromosomal Micro Array
     IHC

  

Assay Design and Validation

We can provide assays
designed specifically for your
projects or choose from our list
of gene targets. Our staff can advise
you on how to customize your
protocols to best meet your
requirements and deliverables.       

Pre-clinical to Clinical Trial Support 

Upon request, we can perform any assay 
following GLP requirements or CLIA regulations — 
meeting the most stringent requirements or
reporting guidelines.  
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B. Post WAVE/SURVEYOR
Fractionation Sequencing

A. WAVE System & SURVEYOR Nuclease
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By providing comprehensive 
mutation coverage, we can locate 
somatic and germline mutations 
including: novel variants, SNPs, 
CpG Island methylation status, 
mitochondrial mutations, 
mito-depletions, splice-donor sites, 
insertions and deletions. 

Dilution analysis of low-level EGFR mutations in NSCLC (Non-small Cell Lung 
Cancer) patients are easily detected to <1% by TRANSGENOMIC’s WAVE and 
SURVEYOR technologies but missed by sequencing (A). Only after 
WAVE/SURVEYOR fractionation, were mutations confirmed by sequencing (B).
  Two fragments generated by SURVEYOR Nuclease digestion caused by a 
mutation and a    SNP occurrence identified in the second SURVEYOR cut in 
EGRF exon 21.1  
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1Figure reproduced with permission from Pasi A. Janne, et. al: A Rapid and Sensitive Enzymatic Method for Epidermal Growth Factor Receptor Mutation Screening, Clin Cancer Res, 2006;12(3) Feb 
1, 2006.   Lowe Center for Thoracic Oncology, Dana-Farber Cancer Institute, D1234, 44 Binney Street, Boston, MA 02115.
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